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24 academic and industrial 
partners form 5 interacting 
components: phenotyping, 
development, genetics, 
functional genomics and 
therapy to establish wor-
king platforms, share tools 
and knowledge in the field 
of the retina research 
within and outside the 
academic community.

Pr. J. A. Sahel
Scientific Coordinator
INSERM / UPMC Paris 
France

Dr. O. Lorentz
Scientific project 
manager
INSERM TRANSFERT 
Paris 
France

Dr. T. Wheeler-Schilling
Administrative project 
manager
EVI Brussels
Belgium

Pr. E. Zrenner
Vice coordinator
Leader of phenotyping
component 
University of Tubingen 
Germany

Pr. V. Heyningen
Leader of development 
component 
MRC Edinburgh
UK

Pr. S. Bhattacharya
Leader of genetics 
component 
UCL London
UK 

Pr. M. Ueffing
Leader of functional 
genomics component 
GSF Munich
Germany

Pr. S. Moss
Leader of therapy 
component 
UCL London
UK 

The executive commitee of the consortium is composed of:

EVIGENORET18.indd   1 09/11/2006   14:05:53



The retina is a highly 
complex biological system that 
accommodates both numerous 
tissue-specific and ubiquitously 
expressed developmental and 
pathologic pathways. The number of 
genes identified in Inherited Retinal 
Degenerations (IRD) has steadily 
increased. 

The commonest cause of blindness, 
(12.5 Million affected in Europe) 
Age-Related-Macular-Degeneration 
(ARMD), is likely to depend on both 
mostly unknown genetic and modifying 
factors. 

Preventing blindness from IRD and 
ARMD requires understanding of 
the genetic and cellular interactions 
controlling retinal development, 
maintenance and function. 

Despite major clinical and therapeutic achievements in ophthalmology, the number of people suffering from serious visual 
impairment is growing. This paradox reflects the fact that we have yet to find ways of stemming and repairing the damage 
from diseases that affect the retina such as Inherited Retinal Degenerations (IRD) and Age Related Macular Degeneration 
(ARMD). The disability is especially important in a society in which visual communication is ever-increasing.

EVI-GENORET project 
is the largest integrated 
scientific project on eye 
diseases ever set-up in 
Europe.

Funded at 10 millions euros 
over four years, the main 
objective is to create the 
first integrated, fundamental 
european database of the 
retina in health and disease.

partners:

About 90% of all information we use to interact in society flows through the visual system.

With ageing demographic of the european population, ARMD is 
now the most common cause of visual handicap, ARMD disease 
affects 8,6% of the population over 60.

Over the past 20 years, a massive 
accumulation of knowledge has led to the 
recognition of more than 180 mapped loci 
and the identification of about 120 genes.
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«So many hands to transform this world,
         so few eyes to contemplate it...»

Julien Gracq

The EVI-GENORET database is a European 
database devoted to fundamental and clinical 
scientists as well as patients and aiming at 
the centralisation, sharing, exploitation and 
dissemination of the data and knowledge 
related to retinal health and disease. Supported 
and populated with information provided by 
the retinal experts members of the European 
FP6 project EVI-GENORET, the database 
integrates heterogeneous data encompassing 
population genetics, experimental phenotyping, 
molecular genetics, high throughput functional 
genomics (transcriptomics, proteomics, 
interactomics…) as well as in depth analyses 
of protein function and their integration into 
complex protein functional networks. 
The design of this new relational database is 
specifically oriented towards the harmonization, 
standardization and interoperability of retinal 
data, protocols and clinical practices allowing 
the establishment of an effective networking 
system at the European level. Novel tools and 
software are being developed to gather, handle, 
update and link all information and resources 
available and to allow continuous monitoring of 
the data generated as well as quality control. 
Taking advantage of the common hierarchical 
organization of the data around 3 major themes 
(patient data, genes and functional genomics, 
standards and resources), the web-interface 
offers an intuitive, easy-to-use access to the 
indexed data through innovative protocols 
aimed at providing a natural language querying 
system comprehensible to the community of 
expert and non-expert users.

1.Obtain and integrate the 
information on gene function 
through numerous human, 
animal and in vitro models of 
retinal degeneration available 
as well as data from studies 
during development;

2.Standardize and analyse 
this information (databases, 
bioinformatics, transcriptome, 
proteome and expression 
studies);

3.Validate the information 
(bioinformatics and functional 
assays);

4.Generate conceptual and 
biological models of genes, 
gene networks and pathways 
relevant to major functions 
involved and/or impaired in 
retinal health and disease;

5.Design novel cell-based and 
genomic-based therapies that 
would obviously potentially 
benefit patients but also 
validate the pathways and 
targets identified using the 
above-described approaches 
that might be modulated by 
rational drug, cell or gene 
therapies.

OBJECTIVES:  
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Holz - 15.TCD: P. Humphries - 16.RET.INT: C. Fasser - 17.FZJ: F. Mueller - 18.GENABLE: G. Tuohy - 19.QUB: U. Chakravarty - 20. CERBM: O. Poch, 
P. Dollé, R. Ripp - 21.GENOWAY: K.Thiam - 22.FUNDACION JIMENEZ DIAZ:C. Ayuso - 23.NKUA: S. Kamakari - 24.INSERM-TRANSFERT: O. Lorentz
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